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Sep 2007- This is a special issue 
of KOOPrime’s Newsletter to 
commemorate two years of 
strong partnership between two 
leading bioinformatics compa-
nies, GeneBio and KOOPrime in 
the area of proteomics.  

This issue highlights some of 
the state-of-art products that are 
enjoying growing market shares 
in US, Europe and Asia. 

The newsletter is hereby di-
vided into the three sections:

PROTEIN IDENTIFICATION
Phenyx: Protein and peptide 
identification/characterization 
for MS/MS data

Aldente: Peptide Mass Finger-
print (PMF) data analysis plat-
form

PROTEOME IMAGING
Melanie: The recognized leader 
in the field of 2-D gel electro-
phoresis

PROTEIN DATABASES
SIB Databases PROSITE and 
SWISS2D-PAGE

GENEVA 
BIOINFORMATICS

Geneva Bioinformatics (Gene-
Bio) SA is a leading bioinfor-
matics company providing the 
life science community with 
world-class proteomics soft-
ware that bridges the gap be-
tween information gathering 

and knowledge generation. Es-
tablished in 1997, GeneBio fo-
cuses its expertise on protein 
identification and characteriza-
tion as well as proteome imag-
ing, offering clients and part-
ners a high degree of specializa-
tion essential to proteomics re-
search. Close ties to academic 
peers and a thorough network 
of distribution and strategic 
partners give GeneBio both un-
fettered access to scientific ex-
cellence and recognized market 
presence in order to best serve 
the scientific community.
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PROTEIN IDENTIFICATION

Phenyx: The innovative soft-
ware platform for proteomics 
mass spectrometry data analy-
sis

Developed in collaboration with 
the Swiss Institute of Bioinfor-
matics (SIB), Phenyx is Gene-
Bio’s renowned software plat-
form for the identification and 
characterization of proteins and 
peptides from mass spectrome-
try data, specifically designed 
to meet the concurrent demands 
of high-throughput MS data 
analysis and dynamic results 
assessment and offering a flexi-
ble user experience and an 
adaptable architecture to help 
instill confidence in results as-
sessment

Phenyx is available both as a 
remote online solution and as a 
local platform:

PhenyxOnline is a dedicated 
subscription service allowing 
you to utilize a robust pro-
teomics platform without the 
need for expensive hardware 
and upkeep. The platform is 
available from anywhere via 
Internet access. With Phenyx-
Online you can subscribe annu-
ally for that which you specifi-
cally need to use, the full soft-
ware platform itself, while re-
moving the peripheral costs 
such as software integration 
and updates, database installa-
tion, etc.

PhenyxServer is an enterprise 
solution. This platform entails 
the need for hardware and in-

stalled software that can then 
work seamlessly with your own 
internal workflow. The speed 

and power of the platform de-
pends solely upon the hardware 
use to power the system. This 
option is ideal for companies 
and labs that want a highly cus-
tomized platform that can be 
used on a single PC or in large 
cluster environments.

Aldente: Protein identification 
and characterization with pep-
tide mass fingerprint data

Aldente is a PMF (Peptide Mass 
Fingerprint) tool developed by 
the Proteome Informatics 
Group at the Swiss Institute of 
Bioinformatics (SIB). The com-
mercial version available from 
GeneBio builds upon the exist-
ing free version of Aldente ac-
cessible from the SIB’s ExPASy 
server and heavily used by the 
scientific community since 2002.

One of the strengths of Aldente 
is to include a mass spectral rea-
lignment method in the scoring 
process. The so called Hough 
transform as implemented in 
Aldente is very robust and per-
forms equally well with 
crowded or poor spectra, allow-
ing also the validation of the 
presence of a simple mixture of 
proteins in a spectrum. Last but 
not least, the close neighbor-
hood of and synergies with the 
Swiss-Prot group enable 
Aldente to automatically search 
for post-translationally modi-
fied peptides as annotated in 
Swiss-Prot.

 



Aldente is a great addition to 
GeneBio’s existing protein iden-
tification and characterization 
activities, allowing those to 
span from PMF analysis 
through Aldente to MS/MS 
analysis using Phenyx. In the 
near future this enhanced ver-
sion of Aldente will work seam-
lessly with Phenyx allowing 
users to visualize both MS/MS 
and PMF results through the 
same interface; the combination 
of the two platforms provides 
users with a powerful set of 
tools that meet the needs of life 
science workers using pro-
teomics software.

PROTEOME IMAGING

Melanie: Shortening the path 
from data acquisition to pro-
tein information

Melanie 6.0 offers automated 
and accurate analysis of 2-D 
electrophoresis gels, shortening 
the path from data acquisition 
to protein information. Its 

unique and flexible interface 
and its capacity to manage and 
analyze all your 2-D data (both 
Fluorescence Difference Gel 
Electrophoresis, i.e. DIGE, and 
non-DIGE) following exactly 
the same workflow, allows you 
to perform any gel study ac-
cording to your specific needs 
and preferences. The software 
integrates with numerous elec-
trophoresis products from dif-
ferent lab equipment vendors, 
thus creating a very customiza-
ble offer to its users.

Melanie is developed by the 
Swiss Institute of Bioinformatics 
and GeneBio in collaboration 
with GE Healthcare. It powers 
the ImageMaster™ 2S Platinum 
gel analysis package sold by GE 
Healthcare.
Melanie 6.0 offers the following 
benefits:

• Full support of DIGE tech-
nology – through the use of 
the recognized DeCyder™ 

2-D Differential Analysis 
Software (DeCyder 2-D) co-
detection algorithm, sup-
port of the internal standard 
approach, and a set of spe-
cific analysis tools.

• The workspace – where all 
gel, matching, and analysis 
data and results are central-
ized – enables you to man-
age and analyze all your 2-
D data (DIGE and non-
DIGE) following exactly the 
same workflow.

• Extensive display features 

and a variety of interlinked 
images, tables, and graphs – 
an unlimited number of gels 
can be displayed and ana-
lyzed.

• Dockable windows – allow 
an easy redesign of the ap-
plication layout according 
to personal preferences.

• Outstanding spot detection 
and filtering – minimizing 
the influence of gel back-
grounds and time spent 
manually editing.

• Hierarchical population 
matching – gel populations 
can be directly compared, 
without the need of a 
unique arbitrary reference 
gel.

• Effortless extraction of pro-
tein markers – by using the 
most sophisticated and reli-
able analysis techniques to 
quantitate protein expres-
sion variations across gels 
or between different gel 
populations.

 



PROTEIN DATABASES

SIB Databases: Comprehen-
sive proteomics databases for 
life science research

Researchers require an ever-
increasing amount of in-depth 
and up-to-date information. To 
satisfy this thirst for high qual-
ity data, GeneBio has since 1998 
provided access to the most 
comprehensive annotated pro-
teomics databases: PROSITE 
and SWISS-2DPAGE. These 
state-of-the-art databases pro-
vide the information needed 
towards research optimization.

PROSITE
PROSITE is a database of pro-
tein families and domains. It is 
based on the observation that, 
while there is a huge number of 
different proteins, most of them 
can be grouped, on the basis of 
similarities in their sequences, 
into a limited number of fami-
lies. Proteins or protein do-
mains belonging to a particular 
family generally share func-
tional attributes and are derived 
from a common ancestor. PRO-
SITE is comprised of the specific 
signatures for over a thousand 
protein families or domains. 
Information on the structure 
and function of these proteins 
as well as the consensus pattern 
for the signature and a list of 
references are provided.

SWISS-2DPAGE
SWISS-2DPAGE is an annotated 
two-dimensional polyacrylam-
ide gel electrophoresis (2D 
PAGE) and SDS-PAGE database 
established in 1993 and main-
tained collaboratively by the 
Biomedical Proteomics Re-
search Group (BPRG) of the 
Geneva University Hospital 
and the SIB. Besides the 2D 
PAGE images showing the de-
termined location of the protein, 
as well as a theoretical region 
computed from the sequence 
protein, the database provides 
textual data on each protein (in-
cluding mapping procedures, 
physiological and pathological 
information, experimental data 
and bibliographical references) 
as well as cross-references to 
Medline, other federated 2-D 
databases and to Swiss-Prot.

GeneBio will be present at 
HUPO 2007 in Seoul, Korea 
from October 6 – 10 at booth 
#C9-2. Please stop by to receive 
demos and more information 
about all those products, nota-
bly to discover the latest ver-
sions of each of those, their 
novel features and their en-
hanced integration with third 
parties software. 

About KOOPrime

KOOPrime was established 
in year 2000 with the en-
deavor to be the leading 
provider of IT products and 
solutions for the Biomedical 
industry. This is made feasi-
ble via its  flagship product, 
the workflow-agent (KOO-
Platform) and web-services 
(KOOPortal) platforms that 
integrate components deal-
ing with Data Collection, 
Data Warehousing, Data 
M i n i n g a n d D a t a 
Visualization.  Systems deliv-
ered are Cross-Platform, 
Cross-Language and Cross-
Domain. KOOPrime cur-
rently have operations 
throughout Asia, with focus 
in  Singapore, Japan, Ma-
laysia, Thailand, China and 
India. KOOPrime has also 
established presence in 
Europe and USA. In 2006, 
the subsidiary KOOPrime 
Consulting was setup to pro-
vide pharmaceutical regula-
tory and validation services.  
A bioinformatics center was 
also setup with HKUST and 
HP in Hong Kong to focus on 
Traditional Chinese Medicine 
development. Find out more 
at www.kooprime.com.

http://www.kooprime.com
http://www.kooprime.com

